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Abstract Objective Taxonomic studies on a fidaxomicin-producing strain N12W0304 which was isolated
from the medicinal plant Agrimonia pilosa Ledeb. Methods The strain N12W0304 was identified based on
morphological, physiological and biochemical characteristics, cell wall components, as well as the sequence
analysis of 16S rDNA. Results The polyphasic taxonomical studies showed that the strain N12W0304 belonged
to Actinoplanes sp. Conclusion  This is the first report of a fidaxomicin-producing strain isolated from Agrimonia

pilosa Ledeb.
Key words  Fidaxomicin; Agrimonia pilosa Ledeb; Endophytic actinobacteria; N12W0304; Identification;

Actinoplanes

HXR XEAR B (Clostridium difficile) &G SEINE  2005FE 2008 FE 34T T 3R MM AT R F A . K
15\ gl RANFARRE G BA S BUREM =B LR, XRMERR B AH S NG VS (Clostridium difficile-
TR . BRI EOB 1% B8 5 A sa ) WS IR AR, 7E associated diarrhea, CDAD)RIT — H & & % S 5L
WP 7 975 TRy #2 il o0 (European Centre for Disease M KR, F-#IGIT CDADRI #2458 2 25T 7%
Prevention and Control, ECDC)%i 5 T 7 71l 20024 | NGB EELLN, 20114F5H27H, REEMY

ks HHEA: 2017-01-10

HEWBE . H 5K EKH 25845 H (No. 20142X09201001-003F1No. 2012ZX09301002-003); [F 5% [ 4R R334 15 H (No. U1403101)
fE&ERINY: TEW, &, £T1979%, Wit, mETEN, FEEAFUMEDQFZEYHT, E-mail: ncpedyb@163.com
SEIREE, BEHE, E-mail: luxinhua89@hotmail.com; 3KZ5#5, E-mail: zhangxuexiazxx@163.com



PEARIA R R A Y N AE R N 12W0304 (13 K % e T 1%

.41

i W B B R (FDA) L HEOptimer /A 7 0 & 1 ik
# (fidaxomicin) b7, FHTiEJTCDAD. EEER
(fidaxomicin, dificid, lipiarmycin, tiacumicin B, OPT-80,
PAR-101) XA IEIEKE, Z—FMEF18TTH N
RIUNERRPUER, HPUEEHVEHH, 32
Tk ) 20 B I RIN A SR A Bl T 7 A S (1) PR AR B
J&Y%(Clostridium difficile infection, CDD/EH . ZZiN
1A RFDARLAE R AR D I 25, M L T
FRUEVRTT A AR T & R, PR B RN
TR RRMER AR, FHIK T 45% 5 R F .,

AR R AT R AT A A SR R )R 2 0 3 O AR
WAL RS R o B — iR AR AR IA B R
(R TR T B RN 12W 0304, 3 J2: 14 VR AR TE A% A
SEFHEEFE R AR, AV IOET T SRE. £
ALk JBES T B2 16S rDNA T #1145 2 A1 43 207 13
X HERREN12WO03043E 4743 K %58 .

1 #R5EE
1.1 3% & KA

PRI 8L (Oliympus A 7], B*5SZX7), M
BB (Oliympus A &, F5CX31), H#HETFEM
Bi(HAL /AT, #1'5S-3500N), PCRAX(GeneA#l,
5 Veriti™), AN BAG A (Fujifilm A ®], B5
LAS-3000); DAPARAE S FURE bR fE & H Sigma
A, AR E = 43 b 2 7
12 Fik
121 HEYNEREHD S

S R oK B H = B (A6 £623°22'39.648", K
£:104°47'17.0808", 1K 1498m), FE 5 K4 G H#AF T
4°C, FHIPHAT R T A

Al R R 48 R K 22 Ik b e R 2 R THETYE
5, AETGBE AR R AR CE R R AT R i
HE: 0.01% Tween-204H Imin, HUESTEN
4.5%~5% IR E RN AL FE 3min, TC B 2.5% SRR
BHALFE10min, 75% L EEALFESmin, JoHR KIE HE3~4
s oW 10%05 R Z 8812 0 10min. 3R THI Y 55 /5 (1Al
B M AT WA AW T K5, ELEFME T
W G e 7 B R IR 5P B, 128 CREFR3~6)H,
R HE W E K G, SRR K15 R AN, 4
b J5 55 95 TISP2 b 1 9

IR FRIR B ST, 43N E R KRR B

(TWX)¥, RS R I IE(YECD)®, JEIEER4EA: R
BRMEV)S, 1/108 F7ENENA)Y, KEE(WA)E; 77
FO, Hrb, BrTWASL, HREE IR R 78 i B
A BT R %-50ug/mL. AA6R A m KSR 7R

FARN12WO03047EISP2 AR} 1 1% 77 3L 128 °C 5 9%
14d75 47, FA20%H 3 F-80°C {47 B s
122 WHapXEE

(D)IEZS SRR FHISP2-ISP7HR k£ 553 % B bk
BATRIE R R A 55 9%, T28°CoralssanT. 14,
21FN28dHEAT MEE, e A A AR P i o B 11 LR
WA, PR S EAT 22 W R 40 8 S EUE
KAy R 72 2 B R 23 0 ol 2 B AU BE R4 4
L R AMUBE R R AR B 2 T A AT R

(Q)¥EFEHFFAE: N4 BRI MR T ISP2-ISPThRERE 77
BB, T28°CH:FR14~21d, WMELHEE RIS, Hik
B DL (RERS R 4 T DB S il it 5%

(3)ZH PR EEAG 2 oy o BT s 4> 4 B B S L R 43 T
A G MR 73 B 4 HE AR T 46 S5 IR TRUZR R R G 2 9
W) AT

(4 EHAEARE: S BERBRIER . B 55
PR S50 A0 AR KU S50 55 AR 3 AR AL R IE LR, [F)
FES 25 SCERMEAT .

(5)FR16S tDNAJFF 73 #r: OXE K 4HADNAKE
e 56 B ok 1 2 (R 4 DN A B 2 5 SR (8 ] 1A Al i 2
HAT. @16S tDNAJFHIH 3G KT : () 517
FItnR®: 27f: 5~AGAGTTTGATCCTGGCTCAG-3'";
1492r: 5'-TACGGCTACCTTGTTACGACTT-3'. (b)
PCRY MR R X %6 1F: HAK16S tDNAFFI Y 1k &
W1, PCRY AL N: 95T WA Smin—95°CAF
P 1min. 55°CiB kK 1min. 72°CZE#3min(FL30M
R)—72°C J5 #E{H 5min. PCRPZ¥I4 4tk Jqik g

F1 HEHM16S IDNAFFIT 17k R
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Fig. 1 Colony morphology of strain N12W0304 in ISP2 medium
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Fig. 2 Mycelium morphology of strain N12W0304 by
optical microscope
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Fig.3 Mycelium morphology of strain N12W0304 by scanning
electron microscope
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Tab. 2 Culture characteristics of strain N12W0304
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Fig. 4 Phylogenetic tree of strain N12W0304 based on the sequence analysis of 16S rDNA
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