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Application of polymyxin B susceptibility strip in drug sensitivity test of
Enterobacteriaceae bacteria
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Abstract Objective To analyze the sensitivity of Enterobacteriaceae bacteria to polymyxin B in vitro by the
micro-dilution method and the gradient diffusion method, and evaluate the value of polymyxin B susceptibility strip
in clinical drug sensitivity test. Methods A total of 887 clinical Enterobacteriaceae bacteria were collected. The
gradient diffusion method and the micro-dilution methods were used to conduct in vitro susceptibility determination.
The consistency of the two methods was investigated. The inconsistency was retested, and the retest was still
inconsistent. Statistical analysis was performed on the two detection methods. Results In the parallel detection of
887 strains, 842 strains were determined by the drug sensitivity strip and the micro-dilution method within |+1]| dilution
multiple range, and 45 beyond |+1| dilution multiple range. Eight strains returned to within |+1]| dilution multiple range,
meaning the corrected EA (essential agreement) was 95.94% (851/887). According to the species analysis, the highest
EA value was 97.09% (100/103) of Salmonella, and the lowest EA was 94.03% (126/134) of other Enterobacteriaceae.
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Statistical analysis showed no significant differences between the different genera. Conclusion

The results of MIC

determination of polymyxin B susceptibility strip for the detection of susceptibility of Enterobacteriaceae bacteria
were accurate and reliable, and the coincidence rate with CLSI recommended micro-dilution method was above 94%,

which might meet the requirements of clinical and laboratory drug sensitivity tests.
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JAT B R BN 2 LB A A T I 2, 2%
B3R R IR T IR B 5 18 B SO B T I R B4 A
W 8 454 R 2018 JiR 3 [ I R S 46 =8 s e AL F 52 1
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A FRUEE T 2018 FF 1 H—o6 HiFE ANRE
B, WA RS —MEER . MK R
B Bt I PR 8 040 B8 W AT R B K 887 1, HrbIR A
J& 331 ¥k, WEMEE 207 ¥k, YWITHEE 103 ¥, &
PR 112 Bk, HoAth s AT 134 ¥R (AT RS 57 4%,
FrE R AT B & 48 Bk, BR/RFRER B 13 0%, EEAR B )& 7 7k,
i e & 6 tk, PRI VUG R 3 MR ). B B AR H
ATCC trifE B bR: KBRS H (ATCC25922) 7= R L.
T AABE (ATCC700324) fili 48 7 %5 1A B (ATCC700603)-
i 9 5 B A T fili 48 I F (ATCC13883)s f Kb 11
(ATCC13076)~ BRAGYP I (ATCC14028), & K EH
(ATCC25931). £ K #F B (ATCC700323). A&
1 FF B (ATCC49687) A4 H #F B (ATCCBAA-749)
PR T A 22 B AR TR AR A IR A .

1.2 ®A

Z R R B A BRI B EY TREK
A B 2\ $ 4, i 351E P . 90mm Mueller-
Hinton(MH) ¥ 8 ¥ H1 4 M 22 B AR P TRE 4 A PR
AliRfE. 2R E B BIE AV NARES, WE P EE

a2 E 7B MH P8 H T BD BT # i ( E
) AR AT .
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IR 2 F R B 2Bk Ul B AT AR A7
R R P 5 428 TR R 40 A R, PR I R 9 o % D Ry
1.5 X 105CFU/mL ¥ 5 B Vi, FH 0 11 1 2502 I B VU
AT 90mm MH “FAR KM, JHE 5min 5, FHIETH
I HR T E T PR FRETE 35 ) CHE R,
% H 16~20h J&, BLHC B RIS 5 28Uk B
Ak ) B AR 01 B 96 ¥ (minimal inhibitory concentration,
MIC) {f. HEMBEE IR E RS 2 ] CLST ARt
TE 96 FLBG AR AR 1) 2~12 FL&- 0 100pL P37 55 77 3
B0 100uL 7% 64pg/mL PLAE RPN G BT FRFE R 1 M
52 AL G o~12 FLIEST A5 RS i 100pL 5
10°CFU 56 4l B BT 6 R 15 2 i T4 —FLs BEOLRH
PEXTHEFL, BIPERTHEAL, PrAE s EAL; 25 B B ARAR,
(35 1) CHEE NIEE 20~24h, 4 [t xf HE L B 0%
VR, 183 MIC {H. EA(essential agreement): 5 #-F
W7755 5% b7 (8525 751 MIC EAE £1 AN
BB N B — 8 57, sk S EMRIEH
PRI £ AR B HEAT I, SR
+ 1 MRRAREECHI A —E 7,
1.4 RIF2H

K FH SPSS 18.0 Guit- i, THEBTRER H 2 fr 5,
P>0.05 AR EWEZESR.
2 HR
2.1 FEEEHRBMNER

AR 9 ¥k ATCC FrifEE vk, HEE 3
PRI, AR AR W 2R A5 B ATCC25922 £ CLSI A
JoR 4% 3 LN 0.5~2pg/mL, SR P i 4 R 2 R 24 Al
& MIC fHIITE +1 MRBREGEE N, &R EK,
HAREHE W& 1 FR.
22 BERERDH

FLit 887 BRI AT 1 A EL Xt o, 873 Ak F 2588 46 AN
TR RRIR I MIC {E1E £1 ANFREAE B LA
Ho5g 4 — 814 594 ¥k (594/887, 66.97%), +0.5 4™
P B B 170 £k (170/887, 19.17%), +1 NFiBEAS
B A 86 Bk (86/887, 9.70%). £ 45 ¥k i ) MIC 1
HH T 1 AR, EA% N 94.93%(842/887),
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Tab. 1 Test results for standard strains repeated three times
FRAE R RN R /(ng/mL) BUERRERINZ R /(ug/mL) VeSS
KIGI57 i (ATCC25922) 111 1/1/1 BRAWR
PR B A (ATCC700324) 0.25/0.25/0.25 0.25/0.25/0.25 TEHEE
Jifi ¢ 5L B A (ATCC700603) 0.38/0.38/0.5 0.5/0.5/0.5 wEAEHE
i 9% 7 26 11 BT A 4% A (ATCC13883) 0.38/0.38/0.38 0.5/0.5/0.5 e AR
RV TTH# (ATCC13076) 0.38/0.38/0.38 0.5/0.5/0.5 W&
ATV T (ATCC14028) 0.38/0.38/0.5 0.25/0.25/0.25 WIS
RIKEWE (ATCC25931) 0.38/0.38/0.38 0.25/0.25/0.25 VR

E KB (ATCC700323)
AN A (ATCC49687)

0.25/0.25/0.25
0.38/0.38/0.38

0.25/0.25/0.25 HABHFF I (AR R )

0.5/0.5/0.5 HuA e (B EHEE )

BEXTEE — W E AR S & M A, A 36tk
WO E SRR A, WY IE 5 I EA% N
95.94%(851/887), &R MK 2 Fior.
23 FA—BERHAMN

PRI A 7 vk MIC fH 8 o |1 A W OB £ 20
36 Bk, W & MIC {8 WL 3% 3 o, A3 2% M 4 #re
P=0.012<0.05, 1t BH 24 0 2% Ao Wl 45 SR 15 Tk B A R V2

&2 WRIHERTIN MIC {H EA &5
Tab.2 EA results of MIC values measured by two methods

orill 2 SR EL A B35 I 2R MEAE DG . TE AR 56 45 SR R
P>0.05, WM HELERZERAHE.
2.4 A[E K A

BEXT 887 MR AT v BLAH R H R AN [ B 2, Tt
HHEA —8ME, BAHEEMN EA N 95.77%(317/331),
T E A B 1 EA N 96.14%(199/207), V01T &K EA
N 97.09%(100/103), & B B J& 1] EA N 96.43%(108/
112), HAlJE A EA N 94.03%(126/134), FXFiX
5 FEEAT BEMER T, SR NE 4 PR,

PRl 7 i MIC {8 i PMRECE / R It o5 L1 /% N
T 594 66.97 3 Wi
R - o FT, RSN 28 P B R 2
o M . . PP R AR TR A B e
) AERREAERL a6 i17 YoMt 245 (40 Vitek-Compact, BD Phoenix) il E-test
it 887 100 BEE. Horh, AT HOEBRAERI R, XS = Bk
3 I L AR 36 BRI R B ARASI MIC {H
Tab.3 The MIC outside |+1| dilution ration of 36 clinical strains

(LY ke 41 i) 43

RN ) WERRER  WRRS ARG MEMRPERN  BEtkmS ABCRRI RERREAI

(ug/mL) &5 R /(ug/mL) F(ng/mLl) 4R /(ug/mL) S5 /(ug/mL) 453 /(ug/mL)

LCJZ0001 0.096 0.032 LCJZ0016 1 0.25 LCJZ0031 0.5 2
LCJZ0002 0.25 0.064 LCJZ0017 0.125 0.5 LCJZ0032 0.5 2
LCJZ0003 0.5 0.125 LCJZ0018 0.125 0.5 LCJZ0033 6 2
LCJZ0004 0.5 0.125 LCJZ0019 0.19 0.5 LCJZ0034 6 2
LCJZ0005 0.5 0.125 LCJZ0020 0.19 0.5 LCJZ0035 1.5 4
LCJZ0006 0.064 0.25 LCJZ0021 0.19 0.5 LCJZ0036 16 4
LCJZ0007 0.064 0.25 LCJZ0022 1.5 0.5 LCJZ0037 3 8
LCJZ0008 0.096 0.25 LCJZ0023 1.5 0.5 LCJZ0038 24 8
LCJZ0009 0.096 0.25 LCJZ0024 1.5 0.5 LCJZ0039 24 8
LCJZ0010 0.75 0.25 LCJZ0025 1.5 0.5 LCJZ0040 32 8
LCJZ0011 0.75 0.25 LCJZ0026 2 0.5 LCJZ0041 32 8
LCJZ0012 0.75 0.25 LCIZ0027 2 0.5 LCJZ0042 4 16
LCJZ0013 0.75 0.25 LCJZ0028 0.25 1 LCJZ0043 8 32
LCJZ0014 1 0.25 LCJZ0029 0.38 1 LCJZ0044 12 32
LCJZ0015 1 0.25 LCJZ0030 0.5 2 LCJZ0045 12 32
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Tab. 4 EA consistency analysis of different genus of

Enterobacteriaceae
ARtV EA 4% x
VA R 95.77%(317/331) 1.645
SLERAA R E 96.14%(199/207)
WITHE 97.09%(100/103)
ENHEE 96.43%(108/112)
HAb B 94.03%(126/134)

BAK, HAETREAR, EEIEKREEEIUHEIZEE
B A FH (590, ol PRI 92 s R v 2 3 [l PR AR S 0 5 A
AL 2 (CLSD) #E#E I 2% ik, (R iER RS
B, HLRAEANRGHEI, H BB R
S, SN AR . B A A B S E Y i &
G, AEAAR IR B ot HLFR AR AR % BT
PRI 24 7 e R [ L U R R R L 1O, R AE
RN AFTE— € RBRPE . E-test VAN L4 T MIC
FESAFY UL A, BIEW R, AR R R
MIC {f. WEd R %, ERMAMRESE,
g e S ST SR WS Y N NCI I A NTTE %1
EBNE A G 8T 80Z 7 v SRR D), 2018
Jix CLSI M100-S28 H £ X & b %= ( £ 5B &= B) 2
VA IS WU 7 18 43 U B, T S R R B B B R AS B
FF R B BCR FH IR R MR, IR AR 7 502
F1 E-test VEHT UG L, &y U, AEVCKRHA T
WL E-test VL 2% . AWM RS H IR, XH
ATCC AR AT PAT A 25 0SS, ATCC B R
ARG I B R BRI R R ARG 4 S — 3k, BRI
E fFE3N 100%, B8 T 30845 R k.

AT GRS 887 MR AT B RHAH R, 43 i R A B
W7 R 1L E-test VAREAT R AN 25 A5G, I sE Bt
W 231 MIC, -G8t 4 Bt 9 F 07 ¥ 46 I MIC (1)
— Btk Lt 887 BRI AT W B L X, A 45 BR
1) MIC fEEE T |1 MR E, 28N, f
36 MR BB 45 RADARATFA, B IEE K EA% A
95.94%(851/887). 4t it 2 J7 ki, KM P>0.05,
THETREEESR, X ENE 36 MBI —EUE
I £ ANFRRRAEEL, T RS A S B AR I 2
SATEL, AT RE S 24 BRI B MH RE 77 5: 1) pH
B HrZERAE R B, EExt 887 FRIGH BRI 4H B 1% 18
AN B & 2 B 5 2T b, EA {E S NI T
J& B 97.09%(100/103), EA 5 AR ) 9 Ho Al J&8 4T 3 1)
94.03%(126/134), FFXFIX 5 PPk AT 0 35 1 22 57 4T
P=0.801>0.05, &[5 5B EH)5 (FDA) frifE 11

HH T 24 ke I R 1 B DT SR 5 T R R R
LXK T 90%, A 70 EE X — EPE 38 = T 94%,
Ut B B T B R0 8 16 ) B-test v 2588025 1571 42 14 BE 36
ARETUHE K . £H%F 36 #Rim R A MIC AE, FHoCME
G3HT: P=0.012<0.05, it B 24 S5 2% A% W &5 SR 5 Tl e
FREAT I &5 B A B2 MR DG, BU R Le s B
1) P>0.05, VEEAME SR ZR AW,

A& A 25 BRI 2 i PR 1B BP0 I 25416 T 1) B 2L
ZEAMKYE, TR BORIE X IR E 2. Bl
At T 2 B R E-test YA Z54E 3T 54 1n) L TE
Gi—INiR, T2 RN B ORIz N T Il R
% i 24 e 2L PR R R R TT . IEAREE S, £
TR B A T AT RS, B-test VA1
B EAIRE R — 80, Ui E-test A2 R H
2ok ] T I PR B AT B A A1 24 ke W o

& E 3wk
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WE: B BEZAMAER (MDRI) FIEEF Z &M E R 5 AFER 040, i E T S miad 2k E
M B G PRST S AH DG . Fa3k AN 101 BISEB BEma i T AR, T AU iR e S B B m RS M 29K 2, R A T EE X
JZ B (PCR) Al DNA il F& 3 ARAGMFE R 230 A . b MDRI C3435T(rs1045642) A [7) 3k PR 70 %of 55 5 1 1 A 25 1L 24 R JBF 22 s R 97 R4 P
B, ££R 101 FlEET, IKEIER 5~20ug/mL KIELFIN 34.9%, 5~10pg/mL 5 10~20ug/mL K FE 76 [ 25 2 5 5 (1 I R 2R
(83.3%, 91.7%) 3 5T sug/mL LA R IR VL (44%)(P<0.05), [FIRT 5~10pg/mL 55 10~20pg/mL i 5 16 B 55 2 K5 5 1 IR PR B 2%
TRFEER (P> 0.05)s MDRI C3435T SRAFTRIFIBFAE R B2 R D B R IRE . WRE / FIE L RIGRIT ML REZES (P > 0.05).
L5 MDRI C3435T B[R 288 nl it b5 M 3 26 B 55 g Al I 2494 B B IR RHE 2

KR, EP R, REEZEM; MZIKE; MDRI; ZWFEik

FESAES: R446.5 XEkPRERS: A

Effects of MDRI gene polymorphisms on meropenem concentration and clinical efficacy

Xu Jian-wen, Huang Pin-fang, Wu Jing-nan, Ke Meng, Liu Yi-wei and Lin Cui-hong
(Department of Pharmacy, Affiliated First Hospital of Fujian Medical University, Fuzhou 350001)

Abstract Objective To investigate the distribution of MDRI in South China population, and also clarify its
effects on concentrations and clinical efficacy of meropenem. Methods 101 unrelated southern China patients receiving
meropenem as monotherapy were included. The concentration of meropenem was measured by a high-performance
liquid chromatography method. The genotypes of MDRI C3435T (rs1045642) was determined by polymerase chain
reaction followed by direct sequencing. The association between different genotypes and the concentrations and clinical
efficacy of meropenem were analyzed. Results There were 34.9% patients whose meropenem concentration reached
5~20pg/mL. The curative effect of 5~10pg/mL (83.3%) and 10~20pg/mL (91.7%) were significant higher than that
of Spug/mL; and the curative effect of 5~10pug/mL and 10~20pg/mL were similar. However, the concentration and
clinical efficacy of meropenem in patients with mutant type and wild type of MDR1 C3435T were similar (P > 0.05).
Conclusion MDRI C3435T polymorphism may be uncorrelated with the plasma concentrations and clinical efficacy
of meropenem.

Key words Meropenem; Gene polymorphisms; Concentration; MDR1; Drug transporter
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MDRI FEN 22 3515 52 1 g L2459 B K e PR TR AR SR PERIE T VR SCS%

N R E R, REULZIREANEZE R, 3

o KPR 0, 2 T > MIC # i 40% I,
AE R R AR, FEAS LS S8 2 R EIT
KW, TR K S S R L B,

WFARERW, ST MH 25y, HinZwkEs
AR 25 ) 5 18 R R 2R R 2 A PE B DIAR OC 490, 2 E it
245 K 1(MDRI) 4afis i) P- 82 1 (P-gp) 1E NG
HiiE v, S50 KHETADNEE ¢, P-gp
1R T /N Rk, HAM R IZE R v = 2N
B R ®1 MDR 1 355 R R AN [6] P 520 P-gp [ THEE,
7E LRI MDRI () SNPs 1, C3435T 12 &M S P-gp
(%12 Dy R 2 DI AE % 11,

KRBT B LEIRIT MDRI (3K 2 51k 52 1
T I 25 9K B2 S e PR IT AR DG 1, B 53 B B F o
2 FE A 22 e I B AL SRR, DU Dl R ) R
F 2 $R PR S
1 M WR55%

11 A%

NI 2018 4 1 H—2018 4 11 H#his T @ #}
RE R R — RS WO R, B2 RD R
TBITIN 101 BERL B3 . AW AR A KL MR
HERACHZE RS, T B ENERE
1.

1.2 NHAFE

i SR 2E S WO A T PRI R R, ARG 4
SR T T R 0T 55 B S T MUK BUAK HE 4 58 VR T B
XD Tl 18~65 %, AR, EZREM
IR CIARRE. HERE B2 TR s, RAEM™
HIRPE AV R, A I FH 245 52 ma B HE ) &
o JTRCHE: KR (B A IR IR R R A TR =
SR 23 A SR TE AL
1.3 A5 E

TS 6 % R H (MUM%: 0.5¢/ )i, Dainippon
Sumitomo Pharma Co.,Ltd. 477, 3& 5 55 55 %) FE i (HE
5 130506-200702, F E: 100%)( HFE S 2 A
FERFTTRE ). Waters 5 3GHAH (1S4 (35 E Waters 2
H] 77 ), PCRAX (% [ Bio-Rad A 7] ), PCR 5[4 (L
WAE TAY TREARAF A ).

1.4 M2 N

A FHCRE XD R AR, 42000 30min
RAESMEFRBK I 2mL, 8502 JFHEE 2K 100uL,
F R YT VE AL B R A, SR A HPLC i3 7€ I

IR
1.5 FEHEAEHN

SRR M. 20 44336 (K 2 DNA $2 Bt 571
& (R RIRANRHE AR AR ), FEBUEE m
LK 41 DNA, A% BRI e 40 2 DNA 9 %,
20°CH#-FF. PCR Y MDRI, FI¥F%9 B (P1):
5-ACTCTTGTTTTCAGCTGCTTG-3', | ¥ (P2):
5-AGAGACTTACATTAGGCAGTGACTC-3', J~ 1
BN 231bp, V) JE 77 A 163 A 68bp. PCR X .
& % 25uL, DNA #% ¥ 4uL, Tag PCR Master Mix
12.5uL, 1E 2 H 51 ¥0#0 & 0.3uL, KEES K 7.9uL.
PCR 2k fhR: 94 CHUAZYE 5min, LA T REAT
35 MEFR: 94°CARTE 308, 54°CiE K 30s, )G 72°C
FAEH 1min.
1.6 GiitF AR

K HH SPSS 21.0 AT Gt o0 bT. TR BERLER
F Shapiro-Wilk % 1T IEASPEAL R, R A Levene £
X IER AT R BT T 2R R . fFEES
oA 7 ZFF R E SR DL (k) Fow, TR R
RN AR IER 0 A0 G R T A% P25 B DY 43 4ir
# P75 £ox, IR LLHCR A Kruskal-Wallis H %6 5%
MANN-Whitney U #5560 . 2 £ 505507 JE KU S B 4F
4 Hardy-Weinberg “1-fif - P<0.05 N Z R A G 1T 52 Lo
2 R
2.1 —FEH

AWFFILGIN 101 BB EF, MR FEE. AR
JRERIZER LG FE X (P > 0.05), FPREHEFIE
R It 24 % 5 5 7 T ) — MR R LR 1
22 RAFAMAGKRE

101 ) 3 b, 35 1 OROAS B I 245 9 B2 /N T Spg/
mL & KT 20pg/mL HIGRIT A EER B, W&
S B . HEAS RS M2k E 172 6], b
68.0% PRIV FE/NT- 1opg/mL; 54.0% K FE /N T 5ug/
mL( % 2).

®=1BERBIE

Tab. 1 Patient demographic and baseline characteristics (X*s)

TH 1B (VEH)
PR &) 55/46
sy 58.35+18.15
R /kg 63.50+9.85
EPEEAE /g 3.56+1.40
1259 B /(ug/mL) 8.92+11.05
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Tab. 2 Distribution of concentration of meropenem

1M 259 ¥ /(pg/mL) BIEL /n fi bk /%
<5 93 54.1
5~10 24 14.0
10~20 36 20.9
>20 19 11.0

2.3 M PR 5 I RIT 2K KB

5~10pg/mL 5 10~20pg/mL ¥ 30 B 55 2 BE 1
I KA R (83.3%, 91.7%) fi % T spug/mL BL TR
J& ¥ [ (44%)(P<0.05), 5~10pg/mL 5 10~20pg/mL ¥
J 50 Bl 35 20 1% m I R A R AHIE (P > 0.05, 3K 3).
2.4 C3435T W £ AWM

CC J [N 7 5 3% 39 f1] (38.6.0%), CT %K 7Y #
48 17 (44.8%), TT HENM R 14 4 (16.3%). X 3 Mi
R DR B 43 A B R S5 755 A Hardy-Weinberg “F-47 (P >
0.05).
2.5 (C3435T 2 £ A0 5% AR / 7 8 thth 2 Bk
3

AN[A] MDRI C3435T 2[R B 5 25 (1) 9 P R 52/
7 & b 25 AL (P > 0.05, 3 4).
2.6 C3435T 25 £ &M 5\l JRIY 200 K BR

AN[F MDR1 C3435T JE R AL 8 2 B I PR A 2R AH
i (P> 0.05, % 5).
3 it

TR HA R R EEM, B W

=3 KDL E S RTT 200 SR

Tab. 3 Relationship between the curative effect and
concentration of meropenem

gE| <5(n=93)
B 41(44%) 33(91.7%)"
TR 52(56%)  4(16.7%) 3(8.3%) 0

e 0 RoR5 <s AHBERE SR Y (P<0.05)

5~10(n=24) 10~20(n=36)  >20(n=19)

20(83.3%)" 19(100%)"

RAEWIMEZRAR, S ME— I8 FH V677 2 B8 1 i 5 2 1) ik
BREGRPER. WAAENAREAY, #eiT
M, PAREERIER, WRAMEZ, & 495 IRKE
DTS5 . 1897 2390 B I DU (TDM) B 56 DR A 242 >
AEI TGRS E UM 2 27 %, IRGETN 25 T ik (1)
. AR RER, KT EER KA 5~10ug/mL
55 10~20pg/mL ¥ i 3 [ 35 27 15 5 1 I PR A R0 (83.3%,
91.7%) {3 = T 5pg/mL PA R iR EE I (44%)(P<0.05),
SR 5~10ug/mL 5 10~20ug/mL ¥ V8 26 2 B i 1)
IGRA BRI RZHEER (P> 0.05). FIt, NExs
Brrg 25 R, 254 BEmIE A HZ R,
AR R IG PRIE T 2RO, FRARAS RSO S 24 M 1) 72
A, FEIRHRE RE AT A, B MG IRTE
XY Rt NR NG, 54%~79% LA JR B &
B MEHEE, R i 2R B AT BE S B R W s
% Y) A R, B IR £ & 1 (single nucleotide
polymorphism, SNP) 15— 63555 1) & A S 2302 Ak
HAE BRI 5o, SRIE MDRI JE[H 29 /N
MR 2 B, 20 408 T C3435T HHE L EHE
MDRI1 J% P- ¥#EE 9 (p-glycoprotein, P-gp) [ Zh g FI%
IR YIFE G U319, P-gp Z 51T 2 25 I0F /NE 7 il
BRSO R, o B N R 2 I N O U
iR B, % AL P-gp R RIE. P-gp XHE
AN Oy LA AR 0219, Pogp SR AL BB
¥, BERERCI ZGWI . MDRI C3435T H-3& K AU i
72 5] 33 P-gp DIREMICLAL,  SEmA I 259K FE /K 06
181, RIS 3] MDRI C3435T £ 35 R 49 4 45
4 Hardy-Weinberg "7 1, $en AR IRAERN.
W45 MDR1 C3435T KL 3 (37.6%) 5 S i #ff 7t 1920
I IR (36.61%) FEAR—F. SR, WRESZZ

4 C3435T HHZ BN S RD B R L ANRIL / R LA SRR

Tab. 4 Relationship between gene polymorphisms of MDR1 and the plasma concentration of meropenem

CC(n=39) CT(n=43) TT(n=14) P
M 259 % (ng/mL) 5.78(2.49~14.18) 4.28(0.98~13.2) 2.81(0.92~12.34) 0.127
H7AE (2/d) 3(3~4) 3(3~3) 3(3~5.5) 0.346
2GRS/ B & 1.55(0.89~11.37) 1.37(0.30~7.90) 0.93(0.29~3.43) 0.112

5 C3435T FEPK 2 A1k 55 2 B i PRI T R R Ik
Tab. 5 Relationship between gene polymorphisms of MDR1 and
the clinical efficacy of meropenem

HH CC(n=39) CT(n=48) TT(n=14)
B 31(79.5%) 35(72.9%)" 11(78.6%)"
TR 8(20.5%) 13(27.1%) 3(21.4%)

e Y7 RopE CC HHRE R EZE R (P>0.05)

FEAREIIPR B, AR KDL MDRI C3435T 2351k
56 B 8 L 2453 3 DA B I A T 288 ) WA S R AR S
Zr ERd, AW Y3 B R R I 2 A A
P22 S R LI R A 27 AR, DN SR % B R i PR L Je
GeT7 SRR ) E R A R AR . BRI T T &
EUREARAR GRS T, X LA EHEMEEAT HIE
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