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Distribution and change of drug resistance profile of pathogens causing urinary
tract infection in a tumor hospital in Zhejiang province 2014—2019
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Academy of Sciences, Zhejiang Cancer Hospital, Hangzhou 310011)

Abstract  Objective To understand the distribution and drug resistance characteristics of pathogens, so as
to provide the basis for the clinical reasonable use of antibiotics. Methods A retrospective study of pathogens in
patients with urinary tract infection (January 2014 through December 2019) from the Cancer Hospital of University of
Chinese Academy of Sciences was analyzed. Bacterial isolation and identification and drug sensitivity tests were used
to detect and analyze pathogenic bacteria. Results A total of 6,149 strains of pathogens were isolated from specimens
of patients with urinary tract infection. Among them, Gram-negative bacteria and Gram-positive bacteria accounted
for 67.1% and 28.50% respectively, and fungi accounted for 4.40%. The top five were Escherichia coli, Enterococcus
faecalis, Klebsiella pneumoniae, Acinetobacter baumannii complex, and Staphylococcus epidermoides. Within six
years, Escherichia coli and Klebsiella pneumoniae were more sensitive to carbapenems, while Enterococcus faecalis
and Staphylococcus epidermidis were more sensitive to vancomycin. No drug resistance of tigecycline were found.
Conclusion  Gram-negative bacteria were the predominant pathogens in the urinary tract infection in the tumor
hospital in six years, where drug resistance appeared relatively common. Antibiotics should be used reasonably
according to drug sensitivity results, and the monitoring of bacterial drug resistance should be strengthened to reduce
the generation of drug-resistant strains.
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Tab. 1 Distribution and composition of main pathogenic bacteria
993 JER 1R 2014 2015 2016 2017 2018 2019 it KR E/%
AR TR 771 801 844 602 551 560 4129 67.1
PN 7E T 435 381 415 306 257 281 2075 33.7
Jii 98 e, 7 AT BT 91 83 111 79 65 68 497 8.1
0 5 AB I E A 45 39 56 39 27 16 222 3.6
AR £ B 7T 24 24 41 36 44 48 217 35
BF 72 J AT i 34 48 42 30 30 28 212 3.4
PR IA 20 24 32 12 22 22 132 2.1
Y 7L | 23 20 13 20 23 19 118 1.9
LA 22 [ 4 99 182 134 80 83 78 656 10.7
B2 BV A 291 264 283 302 319 291 1750 28.5
FE IR 160 146 162 192 205 162 1027 16.7
R BR A 50 27 33 28 26 33 196 32
PRIGER T 33 20 27 27 16 28 152 25
LAt B 2 B 41 B 48 71 61 55 72 68 375 6.1
H BRI 24 24 41 20 20 19 148 2.4
FoAt FAE 20 26 17 13 22 24 122 2.0
it 1106 1115 1185 937 912 894 6149 100.0
2 201420195 R g5 Ai 1 A1 28 v 75 A0 T 40 18 2570 BTN 24 22(%)
Tab.2 Antimicrobial resistance ratesof Escherichia coli and Klebsiella pneumoniae from 2014 to 2019(%)
pN7E S Jiti 9 v 7 A
U237
2014 2015 2016 2017 2018 2019 2014 2015 2016 2017 2018 2019
RIS 91.5  89.6 899 840  84.8 81.9 100 - 100 - 92.6 89.6
SKAR /AT ELH 0 0 0 0 0 0 0 0 0 0 0 0
MR 57 7 b/ = e L3 0 0 0 0 0 0 0 0 0 0 0 0
DS ok(ind 272 223 247 255 312 25.7 9.8 14.0 11.1 26.7 - 37.5
DSl 627 657 678 577 482 50.9 28.3 29.8 26.3 39.5 36.6 353
DS allinig 131 167 19.8 16.9 14.5 18.9 43 53 6.8 8.1 15.5 10.4
i 385 373 416 349 308 35.0 15.4 17.4 18.0 24.4 323 28.0
NIAi7e=as] 0 0 0 0.3 0 0.4 0 2.1 0.8 23 0 0
JEAth s 7 0 0 0.7 0 0 0.4 0 2.1 0.8 0 0 0
Rk A 22 3.4 3.1 1.3 1.2 2.5 1.1 42 3.0 35 1.4 1.5
IRKFR 457 475 388 383 396 34.8 18.5 18.9 21.8 24.4 185 7.8
FATEHR 107 142 14.2 13.4 10 11.7 5.4 11.6 6.8 8.2 7.7 3.9
EANTARU 557 503 56.9 524 417 50.4 12.0 22.1 16.5 17.4 16.9 21.6
Vi v 534 483 540 503 502 48.0 6.5 17.9 143 17.4 127 22.1
5277 T frig PR 619  61.1 61.0 50.6  54.9 56.2 23.9 32.6 39.8 26.7 923 47.1
kR 7 K] 4.7 2.5 2.7 1.3 4.2 4.0 18.2 32.0 222 15.4 44.4 72.0
Bz 0 0 0 0 0 0 0 0 0 0 0 0
F*ESBL 60.5 647  66.3 554 486 529 29.0 29.5 29.3 31.4 38.0 33.8
e 7 FoRAREI, T REAESE A
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Tab.3 Antimicrobial resistance rates of Enterococcus faecalis and Staphylococcus epidermidisfrom 2014 to 2019(%)

B ZY) FHERE A E IR

2014 2015 2016 2017 2018 2019 2014 2015 2016 2017 2018 2019
TR ARG 8.1 53 5.1 2.7 0.4 43 100 93.5 94.1 93.5 96.4 100
P I N 80.0 83.9 85.3 70.0 60.7 71.4
ENRURE 20.1 1.4 24.9 14.3 11.2 18.9 55.0 64.5 73.5 71.0 73.3 80.0
Fe b R 18.8 11.4 22.8 12.1 11.8 14.2 52.5 67.7 82.4 67.7 64.3 71.4
TR R 100 100 100 96.9 85.3 93.1 65.0 56.7 47.1 26.7 25.0 53.6
AR E 68.8 60.6 64.0 63.8 54.9 60.0 95.0 80.6 64.7 73.3 74.1 74.1
IR 22 [A] 4.6 5.1 4.1 23 0 8.1 0 3.3 2.9 0 20.0 20.0
TR M 9.4 13.7 12.2 4.6 3.9 52 0 0 0 0 3.6 0
HHER 0 0 0 0 0 0 0 0 0 0 0 0
PG T AT 85.6 88.4 89.3 86.6 88.0 91.9 25.0 35.5 29.4 22.6 20.0
UEASS 80.5 77.1 80.2 73.4 72.6 69.4 30.0 22,6 20.6 29.0 20.0
Bmits 0 0 0 0 0 0 0 0 0 0 0 0
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