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Detection of six resistance genes of carbapenem-resistant
Acinetobacter baumannii in ICU

Xu Yi, Gao Hui,Wang Jia,Wang Yang, Peng Chuan-mei, Yao Yao and Lu Xiang-hui
(Kunming Medical University Affiliated Yan'an Hospital / Yunnan Cardiovascular Hospital Laboratory, Kunming 650051)

Abstract Objective To study the drug resistance and drug resistance genes of Acinetobacter baumannii in
intensive care unit (ICU) in order to guide clinical rational drug use and control the outbreak of infections in ICU.
Methods The VITEK2-compact automatic bacterial identification drug susceptibility system was used for the
identification and susceptibility test of bacteria. The polymerase chain reaction (PCR) method was used to detect
six common carbapenemase resistance genes (bla,,,, bla bla bla bla and bla ). Results 38
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strains of carbapenem-resistant Acinetobacter baumannii were all resistant to 15 common clinical antibiotics,
including penicillins, cephalosporins, aminoglycosides, quinolones, and B-lactamase inhibitors. The resistance rates of
piperidone/sulbactam and minocycline were 92.1% and 81.6%, respectively, and they remained sensitive to tigecycline
only, with a sensitivity rate of 94.7%. A total of 36 (94.7%) bla,, ,, genes were carried in 38 CRAB strains, and no
bla. ., bla. . ., bla bla

IMP? ViM?
baumannii isolated from our hospital was widely resistant to commonly used antibiotics in the clinic. The main reason

OXA-2

and bla, ., genes were detected. Conclusion  Carbapenem-resistant Acinetobacter
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for carbapenem resistance of carbapenem-resistant Acinetobacter baumannii in ICU of our hospital maybe was the

strains carrying the bla

OXA-23

gene. Clinicians should use antibiotics reasonably, strengthen the monitoring of bacterial

resistance, and prevent the production and further spread of drug-resistant strains.
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Tab. 2 Resistance rate of CRAB to clinical antibiotics

PR i 245(R) D) TBUR(S)
DIAis ] 100.0% 0 0
Bk 2 100.0% 0 0
JEE TR R 100.0% 0 0
EANARURE 100.0% 0 0
527 Tl R e 100.0% 0 0
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PSTEZY S 81.6% 18.4% 0
EVINEIN-N 0 7.1% 94.7%
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Fig. 1 Electrophoresis of bla,, , ,, gene amplification products
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