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Abstract Objective To analyze the distribution and antibiotic resistance profile of Gram-negative bacteria
of blood stream infection in 11 children’s hospitals. Methods According to the technical program of China
Antimicrobial Resistance Surveillance System (CARSS), the identification and antimicrobial susceptibility tests of
those organisms were conducted and the results were interpreted according to CLSI guideline 2018. Results A total
of 14,078 strains were collected from blood samples in these hospitals between 2016 to 2018, of which gram-negative
bacteria accounted for 35.1%(4,937/14,078), respectively. The top 5 species were Escherichia coli, Stenotrophomonas
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maltophilia, Klebsiella pneumoniae, Achromobacter xylosoxidans and Pseudomonas aeruginosa. Less than 10%

of the Escherichia coli were resistant to piperacillin-tazobactam, cefotetan, meropenem, ertapenem, and imipenem,

respectively. Meanwhile, less than 10% of the Klebsiella pneumoniae were resistant to tigecycline, tobramycin,
and amikacin, respectively. 12.5%, 13.0%, 0.4% and 40.8%, 37.7%, 20.0% of the Pseudomonas aeruginosa and
Acinetobacter baumannii were resistant to levofloxacin, meropenem, and imipenem, respectively. Conclusion The

resistance of Gram-negative bacteria to commonly used antibiotics occurred in various extents in bloodstream

infections in children. We should pay great attention to the results of surveillance of bacterial resistance, and use

antibiotics rationally.
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Tab. 1 Proportion of the Gram-negative isolates from children
among the clinical isolates

A PR AR AT S AR IR I%
2016 1419 4403 322
2017 1569 4601 34.1
2018 1949 5074 38.5

22 2016—201 845 2% [ M 1 4 A

Tab. 2 Distribution of Gram-negative bacterial species from

2016 to 2018
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Tab.3 Resistance and susceptibility of Enterobacter to antimicrobial agents(%)
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Tab. 4 Resistance and susceptibility of Stenotrophomonas
maltophilia and Burkholderia cepacia to antimicrobial agents(%)

WE 27 5F SE TR R IR PERAA U R B
e 3 (n=1085) (n=54)
R S R S

kA ftne 17.6 76.5 23 95.5
KK - - 45 88.6
PN7EINN 0.3 98.2 5.0 55.0
AR E 0.5 99.1 0 85.7
575 T e PR A 0.6 98.4 22 95.5

Ve ROATHZ: SHHUK: “-7 NEH A
it ¢ 5 T A B R K 43 B R 2 it 24 26 B R v T K
WA i InFR, BEEBKTE R Rz
F s B 7 25 0 25 I AT 0 RL 40 B8 (CRE) A H B 4F
T, i R T I S T 98 T 1 B (CR-KP) £
R s, L S KPCREA X, AR
BIT R T MR IBEERD . ABFFT KL, CR-KPLHLH
11527.5%, B TR AEIORIE 1) 12.3%. it
PR RFHBR L BRI B 2 R B R (<10%), H5
JLEEMERA . KR ERG B &HM, i
BT 34540, (B AE A BRI R S F 48 AiE B G HAth mT
EPUEE 29, 75 R R R AR A D) I AN R R
MRGHE T A R Y. UL B 25 S T E L
T 24 10 0 24 ) AT T A A T 24 B o — B,
AL 5] S A2 28 1 i i B e 5 AR 1R 28 PR B G (1 W F 1
RN i 25 2 T B2 5

26 LRIV I T X T B 2 R T 24 R AN URR R (%)
Tab. 6 Resistance and susceptibility of Haemophilus influenzae
to antimicrobial agents (%)
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Tab.5 Resistance and susceptibility of non-fermentative Gram-negative bacilli to antimicrobial agents (%)
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